. b. PCR product sizes amplified by degenerate primers drawn on conserved motives within KNOX classes. Primer sequences are reported in the material and methods. c. Isolation was carried out by gene specific oligonucleotides designed on 'Lovell' sequenced genome (IPGI, www.rosaceae.org/peach/genome). . Figure S1 . Segregation patterns of KNOPE allele polymorphic markers. Signal band patterning of codominant polymorphic markers specific for each KNOPE allele. E, 'Earlygold'; T, 'Texas'; F 1 hybrid genotype of TxE cross; F 2 , genotypes of selfed F 1 are numbered and represent a pool of 74 examined individuals. Molecular weights (on the left) of a co-migrating DNA ladder (M) and those of the polymorphic markers (on the right) were reported in base pairs. As for the STMlike2 allele segregation analysis, the supplementary band (arrow) in the F 1 hybrid and in all the F 2 heterozygotes is a PCR artificial heteroduplex visible under the non-denaturing electrophoresis conditions. 
